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Species Gene Symbol Gene ID GenBank Accession Transcript

Human DRI 1810 BC002809 NM_001938

About the gene

Official Symbol DR1

Previous Symbol -

Official Full Name | down-regulator of transcription 1

Synonyms NC2-BETA; NC2B; NCB2

Location 1p22.1

Gene Type protein-coding gene

Uniprot ID Q01658

Pathway/Library others

This gene encodes a TBP- (TATA box-binding protein) associated phosphoprotein that represses both
basal and activated levels of transcription. The encoded protein is phosphorylated in vivo and this
phosphorylation affects its interaction with TBP. This protein contains a histone fold motif at the amino
Gene Summary terminus, a TBP-binding domain, and a glutamine- and alanine-rich region. The binding of DR1 repressor
complexes to TBP-promoter complexes may establish a mechanism in which an altered DNA
conformation, together with the formation of higher order complexes, inhibits the assembly of the
preinitiation complex and controls the rate of RNA polymerase II transcription.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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